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SUMMARY: SVD-EFASM! has been successfully applied to obtain the spectra and kinetics of the photocycle intermediates. Fit by the photocycle scheme yielded rate constants
with various Hofmeister salt dependences. The forward and reverse rates of the previously established large conformational change (I2 -> I2') both accelerate with
increasingly chaotropic salts, in accordance with the fluctuation model of the Hofmeister effect on protein dynamics:?.
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